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Highly Parallel Planar Surface Antibody Array-based Assay
to Monitor Protein-protein Interactions
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Single detection antibody is applied to each pad

Figure 7. Disruption of EGFR-HER2 and EGFR-c-Met complexes by the small
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Figure 1. A) Schematic representation of the antibody array based assay . astrong signal is yellow. This assay format (printing multiple capture antibodies
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