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Akt / PI3K Pathway Reagent

INTERACTION MAP
Figure 4: PTMScan Direct: Akt/PI3K Pathway Reagent interaction map. Interactions
were derived from STRING using high confidence scores (>0.700) from experimental, database, and

Apoptosis / Autophagy Reagent

INTERACTION MAP
Figure 8: PTMScan Direct: Apoptosis / Autophagy Reagent interaction map.
Interactions were derived from STRING using using high confidence scores (>0.700) from

Multipathway Reagent
Selected Targets

Figure 2: Coverage of selected pathways using the PTMScan Direct Multipathway

DNA Damage/Cell Cycle Reagent

INTERACTION MAP
Figure 6: PTMScan Direct: DNA Damage / Cell Cycle Reagent interaction map.
Interactions were derived from STRING using using high confidence scores (>0.700) from

Introduction

A challenge to proteomic studies of post-translational modifications (PTMs) is the ability to focus
on proteins of interest rather than randomly identified proteins typified by data dependent analysis.
Methods that target specific proteins and pathways known to be critical to cellular signaling are
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