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Histone Lysine Methylation

Transcriptionally Inactive Transcriptionally Active
Chromatin Chromatin

AN

%@/ %“}, \y ’8’;@/ Q
e \ e \
gc @ig TN Methylation \§ J \‘@! @v/ Methylation \ Me /
2 S %K __H3Kgme § " HaK3eme , :
Pericentric Heterochromatin

Deme[hy/at/on ,/ <. , . % \\ Demethylation
\ ;‘
Inactive X Chromosome ?@g

§/
e)
w

w ; AN

Rb-Mediated Repression

Inactive X Chromosome

Hox Gene Repression Anti-Silencing

Methylation Degree: +Mono tDi $Ti
H4K20me H3K9me H3K27me H3K4me H3K36me H3K79me
Methylases Methylases. Methylases: Methylases: Methylases. Methylases.
SET8/KMTS5A (+) PRDM3/KMTSE (+) EZzh2/KMT6 (+.1,3) MLL1/KMT2A (+.t.1) NSD1/KMT3B (+1)  DOTIL/KMT4 (+,t,%)
NSD1/KMT3B (+,1) PPRDM16/KMTS8F (+) NSD2/KMT3G (+1.1) MLL2/KMT2B (+,1,%) SMYD2/KMT3C (+,1) Demethylases
ASH1L/KMT2H (+,t,3) G9a/EHMT2/KMT1C (+,1) NSD3/KMT3F (1,1) MLL3/KMT2C (+) NSD2/KMT3G (+,1) ?77?
SUV420H1/KMT5B (t,f) EHMT1/KMT1D (+,1) Demethylases: MLL4/KMT2D (+) SET2/KMT3A (f)
SUV420H2/KMTSC (t,+)  ASHIL/KMT2H (+,1.4) JHDM1D/KDM7A (+,1) SET1A/KMT2F (+,t.1)  Demethylases
NSD2/KMT3G (+1) PRDM2/KMTB8A (+t.1) PHF8/KDM7B (+,1) SET1B/KMT2G (+,t,+) JMJD1A/KDM2A (+,1)
Demethylases. PRDM8/KMTB8D (t) UTX/KDMBA (1.1) NSD3/KMT3F (+,1) JMJD1B/KDM2B (+,1)
JHDM1D/KDM7A (+,1) SUV39H1/KMT1A (1.1 JMJD3/KDME6B (t,1) NSD2/KMT3G (+1) JMJD2A/KDM4A (t,3)
PHF8/KDM7B (+,1) SUV39H2/KMT1B (t,1) SET7/KMT7 () JMJD2B/KDM4B (1,1)

ESET/KMTIE (t.4) SMYD3/KMT3E (t,1) JMJID2C/KDMAC (1.4)

CLLD8/KMTA1F (1,%) ASH1L/KMT2H (+1.,%) JMJD2D/KDM4D (1,$)

Demethylases. PRDM9/KMT8B (f) KDM4DL/KDMA4E (t,1)

AOF1/KDM1B (+,1) Demethylases

JMJID1A/KDM3A (+,1) LSD1/KDM1A (+,1)

JMJD1B/KDM3B (+,1) AOF1/KDM1B (+.1)

JMJID1C/KDMS3C (+,1) JARID1A/KDMS5A (1.1)

JHDM1D/KDM7A (+.1) JARID1B/KDMSB (t.1)

PHF8/KDM7B (+.1) JARID1C/KDMS5C (+,1)

JMJID2A/KDM4B (t.1) JARID1D/KDMS5D (1,1)

JMJD2B/KDM4B (1,)
JMJD2C/KDMAC (t.1)
JMJD2D/KDM4D (1,$)
KDM4E/KDMADL (1.1)

Pathway Diagram Key

—» Direct Stimulatory Modification —» — Multistep Inhibitory Modification — Direct Inhibitory Modification — —>» Tentative Stimulatory Modification
— Direct Inhibitory Modification — —>» Tentative Stimulatory Modification =>» =» Multistep Stimulatory Modification _|_| Transcriptional Inhibitory Modification
=>» —» Multistep Stimulatory Modification —_ —| Tentative Inhibitory Modification —» — Multistep Inhibitory Modification
Kinase ( ) Transcription Factor Receptor pro-apoptotic GAP/GEF G-protein o Deacetylase
Phosphatase Caspase O Enzyme pro-survival GTPase o Acetylase
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