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Translational Control: Overview
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Translational Control: Regulation of elF2
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Methylases: Methylases: Methylases: Methylases: Methylases Methylases:
SET8/KMT5A (+) PRDM3/KMTSE (+) Ezh2/KMT6 (+,1.1) MLL1/KMT2A (+,t.1) NSD1/KMT3B (+1)  DOTIL/KMT4 (+,1,%) TP
NSD1/KMT3B (+.1) PPRDM16/KMTSF (+) NSD2/KMT3G (+14) MLL2/KMT2B (+t,f)  SMYD2/KMT3C (+.f) Demethylases: elF2
ASH1L/KMT2H (+,1,3) G9a/EHMT2/KMT1C (+,1) NSD3/KMT3F (t,) MLL3/KMT2C (+) NSD2/KMT3G (+1)  ??? Met-tRNAI
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Examples of Crosstalk Between Post-Translational Modifications
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Translational Control: Regulation of elF4E and p70 S6K
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Please see our website for all pathway diagram backgrounds.
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