Comparison of Bio-Plex® Assays to Immunohistochemistry (IHC) for Measuring Phosphorylated Proteins in an In Vitro and In Vivo Model of Lung Cancer
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differentiation and developmental signals in cells by adding phosphate groups to substrate proteins

to change their activation state. When RTKs are altered or mutated they can become potent disease
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* Slides incubated over night at 4°C with appropriate primary antibodies
* Anti-rabbit secondary antibody (Vector) added. Vector ABC elite kit reagent used for detection

* Samples quantified using Axiovision Image Analysis (cell pellets) or scored by a veterinary

pathologist (xenografts)

[={[@ ) =7+YD ] CSTand Bio-Rad have an alliance in which CST’s expertise is applied to screen and validate capture and detection antibody pairs to expedite Bio-Plex® assay development.

Conclusions

* Bio-Plex® assay offers a simple way to quantify multiplexed proteomic

* Gefitinib treatment resulted in decreased phosphorylation of S6 Ribosomal Protein,
EGEFR and Erk both iz vitro and in vivo detected by Bio-Plex® and ICC/IHC.

biomarkers using small sample volumes from cell Iysate and tumor tissue.

www.cellsignal.com

* Bio-Plex® assay can be used to detect phospho-proteins from cell lysate
and tissue samples and suggest that the Bio-Plex® assay would be applicable
for use in clinical samples.

* The results obtained by Bio-Plex® and IHC analysis of tumor

tissue correlate statistically and are substantially equivalent.




